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subtyping is performed by real time RT-PCR (RT-qPCR) but several assays are needed to cover the wide range of circulating subtypes which is expensive, 
resource and time demanding. To mitigate these restrictions the high-throughput qPCR platform BioMark (Fluidigm) has been explored. The BioMark 
platform uses less sample and reagent volume compared to standard qPCR platforms and allows for up to 9,216 parallel reactions on one chip. 
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of IAV were validated and optimised to run under identical reaction conditions and assembled on a dynamic array chip (Fluidigm).
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The results revealed that the performance of the dynamic chip was similar to conventional real time analysis.
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diagnostic services with reduced price and turnover time which will facilitate choice of vaccines and by that lead to reduction of antibiotic used. 
